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® Positive Result

https://myriadgenetics.jp/wp-content/uploads/2024/06/MyRiskPositiveResultPET0222.pdf

© Negative Result

https://myriadgenetics.jp/wp-content/uploads/2024/06/MyRiskNegativeResultPET0222.pdf

® Elevated Result

https://myriadgenetics.jp/wp-content/uploads/2024/06/MyRiskElevatedResultPET0222.pdf
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Breast Cancer RiskScore®

Breast Cancer

Riskegons RESULT:  35.3% Remaining Lifetime Breast Cancer Risk
3 3 (o) 1.7% 5-Year Breast Cancer Risk
5.3%

Remaining Lifetime Breast Cancer Risk (Age-Adjusted)
20% Risk

General o Threshold
Population 13.0%
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Excerpt: MyRisk™ Management Tool

GENETIC RESULT: NEGATIVE - NO CLINICALLY SIGNIFICANT MUTATION IDENTIFIED ‘
,,,,,, Note: "CLINICALLY SIGNIFICANT," as defined in this report, is a genetic change that is associated with the

potential to alter medical intervention.

BREAST CANCER RISKSCORE®: REMAINING LIFETIME RISK 35.3%
This level of risk is at or above 20% threshold for consideration of modified medical management.
See RiskScore Interpretation Section for more information.
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